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Expression of REACTOME_GAMMA_CARBOXYLATION_TRANSPORT_AND_AMINO_TERMINAL_CLEAVAGE_OF_PROTEINS in Spot A
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Expression of REACTOME_GAMMA_CARBOXYLATION_TRANSPORT_AND_AMINO_TERMINAL_CLEAVAGE_OF_PROTEINS in Spot D

1.5

0.5

0.0

-1.0

-1.5 —




Ae
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Expression of REACTOME_GAMMA_CARBOXYLATION_TRANSPORT_AND_AMINO_TERMINAL_CLEAVAGE_OF_PROTEINS in Spot P

1.5

0.5

0.0

-1.0

-1.5 —




Ae
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